Catalytic Hairpin Assembly H2 (x-c-d-c'-b'-d') 5'-GAGTCGTTAC TTTTT AGATGTCG TCTACACATGG CGACATCT AACCTAGC CCATGTGTAGA -3'
S3
Visual DSD code for fitting rate constants of strand displacement reactions Secondary structure of the CHA catalyst when hybridized to the handle oligonucleotide conjugated to the BTA monomer. Secondary structures were predicted using NUPACK. clean coverslip was first incubated with 0.5 mg ml -1 BSA-biotin for 5 minutes to passivate the glass surface, while introducing biotin moieties. Next 0.5 mg ml -1 streptavidin was incubated for 2 minutes after which 100 nM of biotin-functionalized anti handle was added for 2 minutes to functionalize the glass surface with the anti-handles complementary to the BTA-DNA monomers. Finally, the samples as obtained from the ensemble FRET measurements were flown in the flow chamber and incubated for 2 minutes after which unbound oligonucleotides were removed by washing with imaging buffer.
